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DNA Tailing Guide:
pmols 3' ends Tail Length
pmol dNTP ™ 4 ¢ | d6  qT
1:100 1-5 1-3 3 15
1:1,000 10-20 10-20 540 10-20
1:5,000 100-300 | 50-200 | 10-25  200-300
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