
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="gbl-I23-0038-LY06.xml" 
softwareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2023-07-31">

<ApplicationIdentification>
<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>

</ApplicationIdentification>
<ApplicantFileReference>WP23-0088-LY06</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>CN</IPOfficeCode>
<ApplicationNumberText>202210936491.5</ApplicationNumberText>
<FilingDate>2022-08-05</FilingDate>

</EarliestPriorityApplicationIdentification>
厦 甘宝利生物医 有限公司门 药<ApplicantName languageCode="zh"> </ApplicantName>

<ApplicantNameLatin>KYLONOVA (XIAMEN) BIOPHARMA CO., 
LTD.</ApplicantNameLatin>

一种抑制 基因表达的 抑制 及其 用剂 应<InventionTitle languageCode="zh"> APOC3 RNA
</InventionTitle>

<SequenceTotalQuantity>86</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q2">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q85">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttacatgaagcacgccaccaatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="2">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q86">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q87">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>t is 
thymidine</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ttggtggcgtgcttcatgtaatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="3">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q88">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q89">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
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<INSDSeq_sequence>tctcagcttcatgcagggttatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="4">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q90">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q91">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>taaccctgcatgaagctgagatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="5">

<INSDSeq>
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<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q93">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>agactactggagcaccgttaatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="6">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

 Page 5



<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q95">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ttaacggtgctccagtagtcttt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="7">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>other
RNA</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q96">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q97">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ccgttaaggacaagttctctgtt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="8">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q98">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q99">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>cagagaacttgtccttaacggtt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="9">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q100">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q101">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tggctgcctgagacctcaatatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="10">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q102">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q103">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tattgaggtctcaggcagccatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="11">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q104">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q105">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>cctgaggtcagaccaacttcatt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="12">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q106">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q107">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>tgaagttggtctgacctcaggtt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
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<SequenceData sequenceIDNumber="13">
<INSDSeq>

<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q108">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>22..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q234">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>t is 

thymidine</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>aagggacagtattctcagtgctt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="14">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q235">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>gcactgagaatactgtccctttt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="15">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q236">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
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<INSDSeq_sequence>gggacagtattctcagtgcta</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="16">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q237">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q238">
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<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tagggacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q239">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcccta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q240">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gcttaaaagggacagtattca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q241">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tgaatactgtcccttttaagc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">

<INSDSeq>
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<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q242">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aaagggacagtattctcagtg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="22">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q243">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ctgagaatactgtccctttta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q244">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aagggacagtattctcagtgc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other
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RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q245">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>actgagaatactgtcccttta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q246">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gcttaaaagggacagtattca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q247">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>taatactgtcccttttaagcaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="27">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q248">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gtggctgcctgagacctcaat</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q249">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tgaggtctcaggcagccacgg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q250">
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<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aagtccacctgcctatccatc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q251">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tggataggcaggtggacttgg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

 Page 22



<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q252">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>cacctgcctatccatcctgaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="32">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q253">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>caggatggataggcaggtgga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="33">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
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<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q254">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gggacagtattctcagtgctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="34">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q255">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="35">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q256">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gacagtattctcagtgctctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="36">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
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</INSDQualifier>
<INSDQualifier id="q257">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gagcactgagaatactgtccc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="37">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q258">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>gagcgacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="38">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q259">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcgctc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="39">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q260">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aagcgacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="40">
<INSDSeq>

<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q261">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcgctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="41">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q262">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>aagggacagtattctcagtga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="42">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q263">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>tcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="43">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

 Page 29



<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q264">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q265">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttacatgaagcacgccaccaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="44">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
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</INSDQualifier>
<INSDQualifier id="q266">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q267">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttggtggcgtgcttcatgtaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="45">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q268">
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<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q269">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tctcagcttcatgcagggtta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="46">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q270">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q271">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>taaccctgcatgaagctgaga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="47">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q272">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q273">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>agactactggagcaccgttaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="48">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q274">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q275">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttaacggtgctccagtagtct</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="49">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q276">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q277">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccgttaaggacaagttctctg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="50">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q278">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q279">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cagagaacttgtccttaacgg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="51">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q280">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q281">
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<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tggctgcctgagacctcaata</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="52">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q282">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q283">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
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16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tattgaggtctcaggcagcca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="53">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q284">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q285">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
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are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cctgaggtcagaccaacttca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="54">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q286">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q287">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgaagttggtctgacctcagg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="55">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q288">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q289">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>aagggacagtattctcagtgc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="56">

<INSDSeq>
<INSDSeq_length>23</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q290">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..23</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q291">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>gcactgagaatactgtccctttt</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="57">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q292">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q293">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 5, 7, 8, 9 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gggacagtattctcagtgcta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="58">
<INSDSeq>

<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q294">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q295">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 7, 12, 14 from 
the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; -OH of 
the remaining nucleotides in the antisense strand is replaced by methoxy group, 
and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="59">

<INSDSeq>
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<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q296">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q297">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 5, 7, 8, 9 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q298">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>T is 
thymidine</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tagggacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="60">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q299">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q300">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 7, 12, 14 from 
the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; -OH of 
the remaining nucleotides in the antisense strand is replaced by methoxy group, 
and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcccta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="61">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q301">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q302">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>

 Page 47



</INSDSeq_feature-table>
<INSDSeq_sequence>gcttaaaagggacagtattca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="62">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q303">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q304">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 10, 
12, 14, 16, 18 from the 5&apos; end of the antisense strand is replaced by 
fluorine, 2&apos; -OH of the remaining nucleotides in the antisense strand is 
replaced by methoxy group, and there are two consecutive phosphorothioate linkages
between 3 adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgaatactgtcccttttaagc</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="63">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q305">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q306">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 5, 7, 8, 9 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aaagggacagtattctcagtg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="64">
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<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q307">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q308">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16 from the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; 
-OH of the remaining nucleotides in the antisense strand is replaced by methoxy 
group, and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ctgagaatactgtccctttta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="65">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
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<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q309">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q310">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 5, 7, 8, 9 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aagggacagtattctcagtgc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="66">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

 Page 51



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q311">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q312">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 7, 12, 14 from 
the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; -OH of 
the remaining nucleotides in the antisense strand is replaced by methoxy group, 
and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>actgagaatactgtcccttta</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="67">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q313">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q314">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcttaaaagggacagtattca</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="68">

<INSDSeq>
<INSDSeq_length>22</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..22</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q315">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q316">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 3, 5, 7, 9, 11, 
13, 15, 17 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>taatactgtcccttttaagcaa</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="69">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
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<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q317">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q318">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gtggctgcctgagacctcaat</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="70">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other
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RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q319">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q320">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tgaggtctcaggcagccacgg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="71">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
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<INSDQualifier id="q321">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q322">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aagtccacctgcctatccatc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="72">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q323">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q324">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tggataggcaggtggacttgg</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="73">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q325">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q326">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cacctgcctatccatcctgaa</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="74">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q327">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q328">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggatggataggcaggtgga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="75">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q329">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q330">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gggacagtattctcagtgctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="76">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q331">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q332">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="77">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q333">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q334">
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<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gacagtattctcagtgctctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="78">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q335">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q336">

<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagcactgagaatactgtccc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="79">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q337">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q338">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
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remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagcgacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="80">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q339">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q340">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
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strand</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcgctc</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="81">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q341">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q342">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 7, 9, 10, 11 from
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagcgacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="82">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q343">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q344">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 10, 
14, 16, 18 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>acactgagaatactgtcgctc</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="83">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q345">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q346">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 9, 10, 11 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aagcgacagtattctcagtgt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="84">
<INSDSeq>

<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q347">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q348">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 2, 4, 6, 8, 14, 
16, 18, 20 from the 5&apos; end of the antisense strand is replaced by fluorine, 
2&apos; -OH of the remaining nucleotides in the antisense strand is replaced by 
methoxy group, and there are two consecutive phosphorothioate linkages between 3 
adjacent nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>acactgagaatactgtcgctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="85">

<INSDSeq>
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<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q349">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q350">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 5, 7, 8, 9 from 
the 5&apos; end of the sense strand is replaced by fluorine, 2&apos; -OH of the 
remaining nucleotides in the sense strand is replaced by methoxy group, and there 
are two consecutive phosphorothioate linkages between 3 adjacent nucleotides at 
the 5&apos; and 3&apos; ends of the sense strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aagggacagtattctcagtga</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="86">

<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
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<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other

RNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q351">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>

<INSDFeature_key>misc_feature</INSDFeature_key>

<INSDFeature_location>1..21</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="q352">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>2&apos; -OH of the nucleotides at positions 7, 12, 14 from 
the 5&apos; end of the antisense strand is replaced by fluorine, 2&apos; -OH of 
the remaining nucleotides in the antisense strand is replaced by methoxy group, 
and there are two consecutive phosphorothioate linkages between 3 adjacent 
nucleotides at the 5&apos; and 3&apos; ends of the antisense 
strand</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tcactgagaatactgtccctt</INSDSeq_sequence>

</INSDSeq>
</SequenceData>

</ST26SequenceListing>
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