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Native strains {Metabolite map}

S

L RN
BRI A

X
§ W
S
S Sy

el

PCT/SG2023/050496

Activated sfrains (Mefabolite map)

Figure 1

1/7




WO 2024/025462 PCT/SG2023/050496

©

N

_

Y
/////

Sarh {1 Tard {14
Streptomyces sp A33985 Streptomyces sp A80810

Figure 2

2/7



WO 2024/025462 PCT/SG2023/050496

Identification of Valinomycin
Streptomyces sp A1532 (CA02LEB)
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Streptomyces sp A1532 SarA mutant A100280 {CAQ2LB)
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Identification of Daidzein

Streptomnyces sp A34001 (CAG2LB)
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Streptomyces sp A34001 SarA mutant A106270 (CA0ZLB)

PCT/SG2023/050496

Mass Spectrum
{3.39 min)

\ﬁi
¥ %
§ e
§
W NG O A S0 S0 e 80 400 1200 10 1403 IS0 160D 170 IKW
T  I-ir e l s A AHH:
: BPC
4’ oA
s s
i 3
} ¥
& Y :
oS 16 LS 3 a5 3% 35 46 45 36 55 89 a5 %5 75 85 85
Relepsen tme fmind
Ry
N
§ § {255 4J- 0.25 m/z}
N N
2000 § §
N N
N N
100000+ N N
N N
N N
A nmmmmmm e mmmmmmmmmm et o] ROW I -
ke N N
oS i is 20 2s ap s 4t 45 so S5 56 &5 7.0 X3 80 85

Reteroon tme (T

Figure 6

6/7



WO 2024/025462 PCT/SG2023/050496

TPU-0037 Analogs
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