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                               SEQUENCE LISTING                                
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<120> Long term functional adrenomedullin derivative  
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<150>  JP 2015-184685 
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<160> 12 

 

<170> PatentIn Ver. 2.1 

 

<210> 1 

<211> 52 

<212> PRT 

<213> Homo sapiens 

 

<400> 1 

Tyr Arg Gln Ser Met Asn Asn Phe Gln Gly Leu Arg Ser Phe Gly Cys   

  1               5                  10                  15     

 

Arg Phe Gly Thr Cys Thr Val Gln Lys Leu Ala His Gln Ile Tyr Gln   

             20                  25                  30         

 

Phe Thr Asp Lys Asp Lys Asp Asn Val Ala Pro Arg Ser Lys Ile Ser   

         35                  40                  45             

 

Pro Gln Gly Tyr                                                   

     50         

 

 

<210> 2 

<211> 1449 

<212> DNA 

<213> Homo sapiens 

 

<220>  

<221> CDS 

<222> (157)..(711) 
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<400> 2 

ctggatagaa cagctcaagc cttgccactt cgggcttctc actgcagctg ggcttggact 60     

 

tcggagtttt gccattgcca gtgggacgtc tgagactttc tccttcaagt acttggcaga 120    

 

tcactctctt agcagggtct gcgcttcgca gccggg atg aag ctg gtt tcc gtc   174    

                                        Met Lys Leu Val Ser Val 

                                          1               5     

 

gcc ctg atg tac ctg ggt tcg ctc gcc ttc cta ggc gct gac acc gct   222    

Ala Leu Met Tyr Leu Gly Ser Leu Ala Phe Leu Gly Ala Asp Thr Ala 

             10                  15                  20         

 

cgg ttg gat gtc gcg tcg gag ttt cga aag aag tgg aat aag tgg gct   270    

Arg Leu Asp Val Ala Ser Glu Phe Arg Lys Lys Trp Asn Lys Trp Ala 

         25                  30                  35             

 

ctg agt cgt ggg aag agg gaa ctg cgg atg tcc agc agc tac ccc acc   318    

Leu Ser Arg Gly Lys Arg Glu Leu Arg Met Ser Ser Ser Tyr Pro Thr 

     40                  45                  50                 

 

ggg ctc gct gac gtg aag gcc ggg cct gcc cag acc ctt att cgg ccc   366    

Gly Leu Ala Asp Val Lys Ala Gly Pro Ala Gln Thr Leu Ile Arg Pro 

 55                  60                  65                  70 

 

cag gac atg aag ggt gcc tct cga agc ccc gaa gac agc agt ccg gat   414    

Gln Asp Met Lys Gly Ala Ser Arg Ser Pro Glu Asp Ser Ser Pro Asp 

                 75                  80                  85     

 

gcc gcc cgc atc cga gtc aag cgc tac cgc cag agc atg aac aac ttc   462    

Ala Ala Arg Ile Arg Val Lys Arg Tyr Arg Gln Ser Met Asn Asn Phe 

             90                  95                 100         

 

cag ggc ctc cgg agc ttt ggc tgc cgc ttc ggg acg tgc acg gtg cag   510    

Gln Gly Leu Arg Ser Phe Gly Cys Arg Phe Gly Thr Cys Thr Val Gln 

        105                 110                 115             

 

aag ctg gca cac cag atc tac cag ttc aca gat aag gac aag gac aac   558    

Lys Leu Ala His Gln Ile Tyr Gln Phe Thr Asp Lys Asp Lys Asp Asn 

    120                 125                 130                 
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gtc gcc ccc agg agc aag atc agc ccc cag ggc tac ggc cgc cgg cgc   606    

Val Ala Pro Arg Ser Lys Ile Ser Pro Gln Gly Tyr Gly Arg Arg Arg 

135                 140                 145                 150 

 

cgg cgc tcc ctg ccc gag gcc ggc ccg ggt cgg act ctg gtg tct tct   654    

Arg Arg Ser Leu Pro Glu Ala Gly Pro Gly Arg Thr Leu Val Ser Ser 

                155                 160                 165     

 

aag cca caa gca cac ggg gct cca gcc ccc ccg agt gga agt gct ccc   702    

Lys Pro Gln Ala His Gly Ala Pro Ala Pro Pro Ser Gly Ser Ala Pro 

            170                 175                 180         

 

cac ttt ctt taggatttag gcgcccatgg tacaaggaat agtcgcgcaa           751    

His Phe Leu                                             

        185                                             

 

gcatcccgct ggtgcctccc gggacgaagg acttcccgag cggtgtgggg accgggctct 811    

 

gacagccctg cggagaccct gagtccggga ggcaccgtcc ggcggcgagc tctggctttg 871    

 

caagggcccc tccttctggg ggcttcgctt ccttagcctt gctcaggtgc aagtgcccca 931    

 

gggggcgggg tgcagaagaa tccgagtgtt tgccaggctt aaggagagga gaaactgaga 991    

 

aatgaatgct gagacccccg gagcaggggt ctgagccaca gccgtgctcg cccacaaact 1051   

 

gatttctcac ggcgtgtcac cccaccaggg cgcaagcctc actattactt gaactttcca 1111   

 

aaacctaaag aggaaaagtg caatgcgtgt tgtacataca gaggtaacta tcaatattta 1171   

 

agtttgttgc tgtcaagatt ttttttgtaa cttcaaatat agagatattt ttgtacgtta 1231   

 

tatattgtat taagggcatt ttaaaagcaa ttatattgtc ctcccctatt ttaagacgtg 1291   

 

aatgtctcag cgaggtgtaa agttgttcgc cgcgtggaat gtgagtgtgt ttgtgtgcat 1351   

 

gaaagagaaa gactgattac ctcctgtgtg gaagaaggaa acaccgagtc tctgtataat 1411   

 

ctatttacat aaaatgggtg atatgcgaac agcaaacc                         1449   

 

 

<210> 3 
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<211> 52 

<212> PRT 

<213> Sus scrofa 

 

<400> 3 

Tyr Arg Gln Ser Met Asn Asn Phe Gln Gly Leu Arg Ser Phe Gly Cys   

  1               5                  10                  15     

 

Arg Phe Gly Thr Cys Thr Val Gln Lys Leu Ala His Gln Ile Tyr Gln   

             20                  25                  30         

 

Phe Thr Asp Lys Asp Lys Asp Gly Val Ala Pro Arg Ser Lys Ile Ser   

         35                  40                  45             

 

Pro Gln Gly Tyr                                                   

     50         

 

 

<210> 4 

<211> 1493 

<212> DNA 

<213> Sus scrofa 

 

<400> 4 

gcggaacagc tcgagccttg ccacctctag tttcttacca cagcttggac gtcggggttt 60     

tgccactgcc agagggacgt ctcagacttc atcttcccaa atcttggcag atcaccccct 120    

tagcagggtc tgcacatctc agccgggatg aagctggttc ccgtagccct catgtacctg 180    

ggctcgctcg ccttcctggg cgctgacaca gctcggctcg acgtggcggc agagttccga 240    

aagaaatgga ataagtgggc tctaagtcgt ggaaaaagag aacttcggct gtccagcagc 300    

taccccaccg ggatcgccga cttgaaggcc gggcctgccc agactgtcat tcggccccag 360    

gatgtgaagg gctcctctcg cagcccccag gccagcattc cggatgcagc ccgcatccga 420    

gtcaagcgct accgccagag tatgaacaac ttccagggcc tgcggagctt cggctgtcgc 480    

tttgggacgt gcaccgtgca gaagctggcg caccagatct accagttcac ggacaaagac 540    

aaggacggcg tcgccccccg gagcaagatc agcccccagg gctacggccg ccggcgccga 600    

cgctctctgc ccgaagccag cctgggccgg actctgaggt cccaggagcc acaggcgcac 660    

ggggccccgg cctccccggc gcatcaagtg ctcgccactc tctttaggat ttaggcgcct 720    

actgtggcag cagcgaacag tcgcgcatgc atcatgccgg cgcttcctgg ggcggggggc 780    

ttcccggagc cgagcccctc agcggctggg gcccgggcag agacagcatt gagagaccga 840    

gagtccggga ggcacagacc agcggcgagc cctgcatttt caggaacccg tcctgcttgg 900    

aggcagtgtt ctcttcggct taatccagcc cgggtccccg ggtgggggtg gagggtgcag 960    

aggaatccaa aggagtgtca tctgccaggc tcacggagag gagaaactgc gaagtaaatg 1020   

cttagacccc caggggcaag ggtctgagcc actgccgtgc cgcccacaaa ctgatttctg 1080   
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aaggggaata accccaacag ggcgcaagcc tcactattac ttgaactttc caaaacctag 1140   

agaggaaaag tgcaatgtat gttgtatata aagaggtaac tatcaatatt taagtttgtt 1200   

gctgtcaaga tttttttttg taacttcaaa tatagagata tttttgtacg ttatatattg 1260   

tattaagggc attttaaaac aattgtattg ttcccctccc ctctatttta atatgtgaat 1320   

gtctcagcga ggtgtaacat tgtttgctgc gcgaaatgtg agagtgtgtg tgtgtgtgtg 1380   

cgtgaaagag agtctggatg cctcttgggg aagaagaaaa caccatatct gtataatcta 1440   

tttacataaa atgggtgata tgcgaagtag caaaccaata aactgtctca atg        1493   

 

 

<210> 5 

<211> 52 

<212> PRT 

<213> Canis familiaris 

 

<400> 5 

Tyr Arg Gln Ser Met Asn Asn Phe Gln Gly Pro Arg Ser Phe Gly Cys   

  1               5                  10                  15     

 

Arg Phe Gly Thr Cys Thr Val Gln Lys Leu Ala His Gln Ile Tyr Gln   

             20                  25                  30         

 

Phe Thr Asp Lys Asp Lys Asp Gly Val Ala Pro Arg Ser Lys Ile Ser   

         35                  40                  45             

 

Pro Gln Gly Tyr                                                   

     50         

 

 

<210> 6 

<211> 1432 

<212> DNA 

<213> Canis familiaris 

 

<400> 6 

ggttttgcca gcaccagagc gacgtctcag accttctcct cccggatctt ggcagatcac 60     

cccctcagca gggtctgcgc atcgccgcca gcatgaagct ggttcccgtc gccctcttat 120    

acctgggctc cctcgccttc ttgggcgcgg acaccgcacg gctagacgtg gcgtcagagt 180    

tccgaaagaa gtggaataaa tgggctgtaa gtcgtggaaa gagggaactt cgagtgtcca 240    

gcagctatcc caccgggctc gctgaagtga aggccgggcc ggcccagact cttattcgga 300    

cccaggacgt gaagggcgcc tctcgcaacc cccagaccag cggtccggac gccgcccgca 360    

tccgagtcaa acgctaccgc cagagtatga acaatttcca gggcccgcgg agcttcggct 420    

gccgcttcgg aacgtgcacg gtgcagaaac tggcgcacca gatctaccag ttcacagaca 480    
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aggacaagga cggcgtcgcc cccaggagca agattagccc tcagggctac ggccgccggc 540    

gccggcgctc cctgcccgag cccggccttc gccggactct gttgttcccg gagccacggc 600    

caggcggggc tccggccccc cgggcgcatc aggtgctcgc caacctcctt aagatgtagg 660    

cgcctgtggc agcagcgaac tggcgcgcgt gtgcatcccg ctggcttccc cctgggcgga 720    

gggcttcccc gagccgagcc cctctgccga tggaagtcgg gcagagaccg ggattccggg 780    

aggcaccgtc ccgcggccag ccctggcttt gcgcgagccc cttctcctcg gaggcacgga 840    

tccctctgtc ccaagccggc ccaggtgtcc cgtggggggc agaggaatgc aagggaggcc 900    

tgccaggctc acggagagga ttaactgaga attaaatgag aattaaatgc ttgagaccct 960    

cccccctccc cccccaggga caggggtctg agtcactgcc gtgcctgccc acaaactgat 1020   

ttctcacggg gtgtcacccc accggggcgc aagcctcact attacttgaa ctttccaaaa 1080   

cctagagagg aaaagtgcaa tgcgtgttgt atatacagag gtaactatca atatttaagt 1140   

tcgttgctgt cagaagattt tttttgtaac ttcaaatata gagatatttt tgtacgttat 1200   

atattgtatt aagggcattt aaaaaccatt gcattgtccc cctccccact tattttaata 1260   

cgtgaatgtc tcagcgaggt gtaacgttgt ttttgctgca gagtgtgtga gtgtgcgtga 1320   

gagacttatt acctcttgtg gaagaaggaa caccgtgtct ctgcattatc tatttacata 1380   

aaatgggtga tatgcgaaaa tagcaaatca ataataaacg gtctcgatgc tg         1432   

 

 

<210> 7 

<211> 52 

<212> PRT 

<213> Bos taurus 

 

<400> 7 

Tyr Arg Gln Ser Leu Asn Asn Phe Gln Gly Leu Arg Ser Phe Gly Cys   

  1               5                  10                  15     

 

Arg Phe Gly Thr Cys Thr Val Gln Lys Leu Ala His Gln Ile Tyr His   

             20                  25                  30         

 

Phe Thr Asp Lys Asp Lys Asp Gly Ser Ala Pro Arg Ser Lys Ile Ser   

         35                  40                  45             

 

Pro Gln Gly Tyr                                                   

     50         

 

 

<210> 8 

<211> 1439 

<212> DNA 

<213> Bos taurus 
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<400> 8 

cgggaaacag ctcgaacctt ctcacttttg gcttctcact gcagcttcga cgtcggggtt 60     

ttgccactgc cagaacgccg tctcagactt aatactccaa agaattttgg cagatcaccc 120    

cctcagcagg gtctgcgcat cgccgccggg atgaagctgg ttcccgtcgc cctcctgtac 180    

ctggggtcgc tcgccttcct aggcgtggac acggcacggc tcgacgtggc ggcagagttc 240    

cgaaagaaat ggaataagtg ggctctaagt cgtggaaaaa gagaacttcg cgagtccagt 300    

agctacccca ccgggctcgc cgacgtgaag gccgggcctg tccagactct tattcggccc 360    

caggatgtaa agggcgcctc tcgaagccct caggccagca gtcctgacgc agcccgcatc 420    

cgagtcaagc gctaccgcca gagtttgaac aacttccagg gcctgcggag cttcggttgt 480    

cgcttcggga catgcacggt gcagaagttg gcgcatcaga tctaccattt cacggacaag 540    

gacaaggacg gatccgcccc caggagcaag atcagccccc agggctacgg ccgtcggcgc 600    

cgacgttcac tgcctgaggc cggcttgggt cggactctat tacagcctcc agagccaaag 660    

ctgcgagggg ccccggactc ccgggtgcat caagtacttg ccaccctcag gatttaggcg 720    

cctgggcagc agcgaacagt cgcgcacgca tctcgccggc acctcttcgg gcgggagggc 780    

ttccgcgagc cgagcccctc actcagccta tgggcccggg ctgagaacag ccctgagaga 840    

ccgagagtcc aggaggcacc gtccggcagc cagcgagcac tggctttgca ggaacccgtc 900    

ctcctcggag gggaggcagt gttctcttca ctctaattgg ggccaggtgc agtttctcct 960    

ctccgtgagc ctggcagacg ctcacggaga ggagaaactg cgaaataaat gatgagaccc 1020   

tcaggggcaa gggtctgagc cactgccgtg cccgcccaca aactgattcc tgatgggggt 1080   

gtcaccccac cggggtgcaa gcctcactat tacttgaact ttccgaaacc tagagaggaa 1140   

aagtgcaatg agtgttgtat atacagagat aattatcaat atttaaattt gttgttgtca 1200   

agattttttt tgtaacttca aatatagaga tatttttgta cgttatatat tgtattaagg 1260   

gcattttaaa gcaattgtat tgttcccctc ccctctattt taataagtga atgtctcagc 1320   

gagatgcaac gttgtttgct gcgtggaatg tgagagtgtg tgcgtgaaag agatgagttg 1380   

cctcttgtgg aagaagaaaa caccgtgtct gtataatcta tttacataaa gtgggccgg  1439   

 

 

<210> 9 

<211> 50 

<212> PRT 

<213> Rattus norvegicus 

 

<400> 9 

Tyr Arg Gln Ser Met Asn Gln Gly Ser Arg Ser Thr Gly Cys Arg Phe   

  1               5                  10                  15     

 

Gly Thr Cys Thr Met Gln Lys Leu Ala His Gln Ile Tyr Gln Phe Thr   

             20                  25                  30         

 

Asp Lys Asp Lys Asp Gly Met Ala Pro Arg Asn Lys Ile Ser Pro Gln   

         35                  40                  45             

 



  8/9 

Gly Tyr                                                           

     50 

 

 

<210> 10 

<211> 1376 

<212> DNA 

<213> Rattus norvegicus 

 

<400> 10 

tccagccttt accgctcctg gtttctcggc ttctcatcgc agtcagtctt ggactttgcg 60     

ggttttgccg ctgtcagaag gacgtctcgg actttctgct tcaagtgctt gacaactcac 120    

cctttcagca gggtatcgga gcatcgctac agaatgaagc tggtttccat cgccctgatg 180    

ttattgggtt cgctcgccgt tctcggcgcg gacaccgcac ggctcgacac ttcctcgcag 240    

ttccgaaaga agtggaataa gtgggcgcta agtcgtggga agagggaact acaagcgtcc 300    

agcagctacc ctacggggct cgttgatgag aagacagtcc cgacccagac tcttgggctc 360    

caggacaagc agagcacgtc tagcacccca caagccagca ctcagagcac agcccacatt 420    

cgagtcaaac gctaccgcca gagcatgaac caggggtccc gcagcactgg atgccgcttt 480    

gggacctgca caatgcagaa actggctcac cagatctacc agtttacaga caaagacaag 540    

gacggcatgg cccccagaaa caagatcagc cctcaaggct atggccgccg gcgccggcgt 600    

tccctgccag aggtcctccg agcccggact gtggagtcct cccaggagca gacacactca 660    

gctccagcct ccccggcgca ccaagacatc tccagagtct ctaggttata ggtgcgggtg 720    

gcagcattga acagtcgggc gagtatccca ttggcgcctg cggaatcaga gagcttcgca 780    

ccctgagcgg actgagacaa tcttgcagag atctgcctgg ctgcccctag gggaggcaga 840    

ggaacccaag atcaagccag gctcacgtca gaaaccgaga attacaggct gatactctct 900    

ccgggcaggg gtctgagcca ctgccttgcc cgctcataaa ctggttttct cacggggcat 960    

acggctcatt acttacttga actttccaaa acctagcgag gaaaagtgca atgcttgtta 1020   

tacagccaaa ggtaactatc atatttaagt ttgttgatgt caagaggttt ttttttttgt 1080   

aacttcaaat atatagaaat atttttgtac gttatatatt gtattaaggg cattttaaag 1140   

cgattatatt gtcaccttcc cctattttaa gaagtgaatg tctcagcaag gtgtaaggtt 1200   

gtttggttcc gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtaagg 1260   

tggagagcgc ctgattaccg cctgtggatg aagaaaaaac attgtgtctt ctataatcta 1320   

tttacataaa atatgtgatc tgggaaaaag caaaccaata aactgtctca atgctg     1376   

 

 

<210> 11 

<211> 50 

<212> PRT 

<213> Mus musculus 

 

<400> 11 

Tyr Arg Gln Ser Met Asn Gln Gly Ser Arg Ser Asn Gly Cys Arg Phe   
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  1               5                  10                  15     

 

Gly Thr Cys Thr Phe Gln Lys Leu Ala His Gln Ile Tyr Gln Leu Thr   

             20                  25                  30         

 

Asp Lys Asp Lys Asp Gly Met Ala Pro Arg Asn Lys Ile Ser Pro Gln   

         35                  40                  45             

 

Gly Tyr                                                           

     50 

 

 

<210> 12 

<211> 1381 

<212> DNA 

<213> Mus musculus 

 

<400> 12 

cttggtgaca ctagacagag caactccagc gttaccgctc ccgctcctgg tttctcggct 60     

tctcatcgca gtcaatcttg gactttgggg ttttgctact gtcagaagga cttctttctg 120    

cttcaagtgc ttgacaacgc acccctttat cagggtatca gagcatcgcc acagaatgaa 180    

gctggtttcc atcaccctga tgttattggg ttcactcgct ttcctaggcg cggacactgc 240    

agggccagat actccttcgc agttccgaaa gaagtggaat aagtgggcgc taagtcgtgg 300    

gaagagggaa ctacaagcat ccagcagcta ccctacggga ctcgctgatg agacgacagt 360    

tcctacccag actcttgatc cattcctgga cgagcagaac acaactggcc ccctacaagc 420    

cagcaatcag agcgaagccc acattcgtgt caaacgctac cgccagagca tgaaccaggg 480    

ttcccgcagc aatggatgcc gcttcgggac ctgcacattt cagaaattgg cccaccagat 540    

ctaccagcta acagacaaag acaaggacgg catggctccc agaaacaaga tcagccctca 600    

aggctatggc cgccggcgcc ggcgttccct gctggaggtc ctccggtccc ggactgtgga 660    

gtcctcccag gagcagacac acacagcccc aggcccctgg gcgcacatct ccagactctt 720    

taggatatag gtgcgggtga cagcattgaa cagtcgggcg agtatcccgt tggcgcctgc 780    

ggaatcagag aacttcgcac cggggcggac tgagacaatc ctgcagagat ctgcctggct 840    

gcccctaggg gaggcagagg aacccaagac caagccaggc tcatgccaga aaccgagact 900    

tacaggctga tactctccgg gcaggggtct gagccactgc cttgcccgct cataaactgg 960    

tttctcacgg ggcataagcc tcattactac ttgaactttc caaaacctag cgaggaacgt 1020   

gcaatgcttg ttgtccagcc aaaggtaact atagtattta agtttgttgc tgtcaaggtt 1080   

tttttttttg taacttcaaa tatatagaga tatttttgta cgttatatat tgtattaagg 1140   

gcattttaaa gtgattatat tgtcaccttc ccctatttta agacgtgaat gtctcagcaa 1200   

ggtgtaaggt tgtttggttc cgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg 1260   

taaggtggag agcgcctgat tatcgcctgt ggatgaagaa aaaacattgt gtttcctata 1320   

atctatttac ataaaatatg tgatctggga aaaagcaaac caataaactg tctcaatgct 1380   

g                                                                 1381   


