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[Figure 1]
SEQ ID No: 1 — Amino acid sequence of a heavy chain of anti-

TROP2 antibody

MEHLWFEFFLLLVAAPRWVLSESQVOLVQSGAEVKKPGASVK
VECKASGYTFTTAGMOWVRQAPGQGLEWMGWINTHEGYV
PRKYAEDFEKGRVTISADTSTSTAYLOQLSSLKSEDTAVYY
CARSGFGBSESYWYFDVWGQGTLVIVEEASTKGPSVFEPRPLA
PESKSTSGGTAALGULVEKDYFPEPVTVSWNSGALTSGY
HTFPAVLGOGBSSGLYSLESVVTVPSSSLGTQAQTY ICNVNHK
PSNTRKVDKEKRVEPKSCDKTHTCPPOCPAPELLGGPSVFLF
PPEKPHKDTLMISRTPEVITIOVVVDVEREDPEVKENWYVDG
VEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KOCKVSESNKALPAPIEKT ISKAKGQPREPQVY TLPPSREE
MTKNQVSLTCOCLVKGFYPSDIAVEWESNGQPENNYKTTPR
PVLDSDGSFFLYSKLTVDKSRWAQGNVFSCOCSVMHEALR
NHYTQKSLSLESPGK

Signal sequence (1-19), Variable region (20-140), Constant

region (141-470)

[Figure 2]
SEQ ID NO: 2 - Amino acid sequence of a light chain of anti-

TROP2 antibody

MVLQTQVFISLLLWISGAYGDIQMTQSPSSLSASVGDR
VTITOCKASQDRDVETAVAWYQGQGKPGKAPKLLIYSASYRYT
GVPSRFSGSGSGTRDFTLTISHBLAQRPEDFAVYYCQQHY I T
PLTIFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASY
VOLLNNFYFPREAKVQAQWKVDNALQSGNSQESVYVTEQDSKD
STYSLSSTLTLSKADYEKHEVYACEVTHQGLSESPVTKS
FNRGEC

Signal sequence (1-20), Variable region (21-129), Constant
region (130-234)
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[Figure 3]
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SEQ ID NO: 3 - Amino acid sequence

TAGMQ

[Figure 4]

SEQ ID NO: 4 - Amino acid sequence
WINTHSGVPKYAEDFKG

[Figure 5]
SEQ ID NO: 5 — Amino
SGFGSSYWYFDV

[Figure 6]
SEQ ID NO: 6 — Amino
KASQDVSTAVA

[Figure 7]
SEQ ID NO: 7 — Amino
SASYRYT

[Figure 8]
SEQ ID NO: 8 — Amino
QQHYITPLT
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[Figure 9]

SEQ ID NO: 9 - Amino acid sequence of heavy chain variable region
QVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWVR
QAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTST
STAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQG
TLVTVSS

[Figure 10]

SEQ ID NO: 10 - Amino acid sequence of light chain variable region
DIQMTQSPSSLSASVGDRVTITCKASQDVSTAVAWYQQ
KPGKAPKLLIYSASYRYTGVPSRFSGSGSGTDFTLTIS
SLQPEDFAVYYCQQHYITPLTFGQGTKLEIKRT

[Figure 11]

SEQ ID NO: 11 - Amino acid sequence of heavy chain
QVQLVQSGAEVKKPGASVKVSCKASGYTFTTAGMQWVR
QAPGQGLEWMGWINTHSGVPKYAEDFKGRVTISADTST
STAYLQLSSLKSEDTAVYYCARSGFGSSYWYFDVWGQG
TLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVYV
TVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTH
TCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCYV
VVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDK
SRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG
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[Figure 12]

SEQ ID NO: 14 - Amino acid sequence of a heavy chain of anti-HER2
antibody
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVYV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHOQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[Figure 13]

SEQ ID NO: 15 - Amino acid sequence of a light chain of anti-HER2
antibody
DIQOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQ
KPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTIS
SLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPS
VFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDN
ALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHK
VYACEVTHQGLSSPVTKSFNRGEC

[Figure 14]
SEQ ID NO: 16 - Amino acid sequence of heavy chain CDRHI1
GFNIKDTY

[Figure 15]
SEQ ID NO: 17 - Amino acid sequence of heavy chain CDRH2
IYPTNGYT
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[Figure 16]
SEQ ID NO: 18 - Amino acid sequence of heavy chain CDRH3
SRWGGDGFYAMDY

[Figure 17]
SEQ ID NO: 19 - Amino acid sequence of light chain CDRL1
QDVNTA

[Figure 18]

SEQ ID NO: 20 - Amino acid sequence comprising amino acid sequence
of light chain CDRL2 (SAS)

SASFLYS

[Figure 19]
SEQ ID NO: 21 - Amino acid sequence of light chain CDRL3
QQHYTTPPT

[Figure 20]

SEQ ID NO: 22 - Amino acid sequence of heavy chain variable region
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTVSS

[Figure 21]

SEQ ID NO: 23 - Amino acid sequence of light chain variable region
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQ
KPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTIS
SLQPEDFATYYCQQHYTTPPTFGQGTKVEIK
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[Figure 22]

SEQ ID NO: 24 - Amino acid sequence of heavy chain
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVR
QAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSK
NTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGT
LVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVT
VPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHT
CPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVYV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDI
AVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKS
RWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

[Figure 23]
SEQ ID NO: 25 - Amino acid sequence of LO115 anti-PD1 heavy
chain CDRH1

DYGMH

[Figure 24]
SEQ ID NO: 26 - Amino acid sequence of LO11l5 anti-PD1 heavy
chain CDRH2

YISSGSYTIYSADSVKG

[Figure 25]
SEQ ID NO: 27 - Amino acid sequence of L0115 anti-PD1 heavy
chain CDRH3

RAPNSFYEYYFDY

[Figure 26]
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SEQ ID NO: 28 - Amino acid sequence of L0115 anti-PD1 light
chain CDRL1

SASSKHTNLYWSRHMY

[Figure 27]
SEQ ID NO: 29 - Amino acid sequence of LO115 anti-PD1 light
chain CDRL2

LTSNRAT

[Figure 28]
SEQ ID NO: 30 - Amino acid sequence of LO11l5 anti-PD1 light
chain CDRL3

QOWSSNPFT

[Figure 29]

SEQ ID NO: 31 - Amino acid sequence of L0115 anti-PD1 heavy
chain variable region
EVQLVESGGGLVQPGGSLRLSCAASGFTFSDYGMHWVRQAPGKGLEWVAYISSGSYTIYSAD

SVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRAPNSFYEYYFDYWGQGTTIVTVSS

[Figure 30]

SEQ ID NO: 32 - Amino acid sequence of L0115 anti-PD1 heavy
chain
EVQLVESGGGLVQPGGSLRLSCAASGFTFSDYGMHWVRQAPGKGLEWVAYISSGSYTIYSAD
SVKGRFTISRDNAKNSLYLOQMNSLRAEDTAVYYCARRAPNSEFYEYYFDYWGQGTTVTIVSSAS
TKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQOSSGLYS
LSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEFEGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV

LTVLHODWLNGKEYKCKVSNKALPASIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSC
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AVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQOGNVFEFSCSVMH

EALHNHYTQKSLSLSPGK

[Figure 31]

SEQ ID NO: 33 — Amino acid sequence of LO115 anti-PD1 light
chain variable region
QIVLTQSPATLSLSPGERATLSCSASSKHTNLYWSRHMYWYQQKPGQAPRLLIYLTSNRATG

IPARFSGSGSGIDFTLTISSLEPEDFAVYYCQQWSSNPFTFGOGTKLEIK

[Figure 32]

SEQ ID NO: 34 - Amino acid sequence of LO115 anti-PD1 light
chain
QIVLTQSPATLSLSPGERATLSCSASSKHTNLYWSRHMYWYQQKPGQAPRLLIYLTSNRATG
IPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQOWSSNPFTFGQGTKLEIKRTVAAPSVFIFP
PSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTL

SKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

[Figure 33]
SEQ ID NO: 35 - Amino acid sequence of VARl anti-TIGIT heavy
chain CDRH1

SYAMH

[Figure 34]
SEQ ID NO: 36 - Amino acid sequence of VARl anti-TIGIT heavy
chain CDRH2

VISYAGEVKYYADSVKG

[Figure 35]
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SEQ ID NO: 37 - Amino acid sequence of VARl anti-TIGIT heavy
chain CDRH3

DPLPLHYYGMDV

[Figure 36]
SEQ ID NO: 38 — Amino acid sequence of VARl anti-TIGIT light
chain CDRL1

SGSSSNIGRRPVN

[Figure 37]
SEQ ID NO: 39 - Amino acid sequence of VARl anti-TIGIT light
chain CDRL2

SQNQRPS

[Figure 38]
SEQ ID NO: 40 - Amino acid sequence of VARl anti-TIGIT light
chain CDRL3

AVWDDIGRVLQ

[Figure 39]

SEQ ID NO: 41 - Amino acid sequence of VARl anti-TIGIT heavy
chain variable region
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMHWVRQAPGKGLEWVAVISYAGEVKYYAD

SVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDPLPLHYYGMDVWGQGTTVTIVSS

[Figure 40]
SEQ ID NO: 42 - Amino acid sequence of VARl anti-TIGIT heavy

chain
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QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMHWVRQAPGKGLEWVAVISYAGEVKYYAD
SVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDPLPLHYYGMDVWGQGTTVIVSSAST
KGPSVCPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQOSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSVDKTHTCPPCPAPEFEGGPSVFLFP
PKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVL
TVLHODWLNGKEYKCKVSNKALPASIEKTISKAKGQPREPQVYTLPPCREEMTKNQVSLWCL
VKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQOGNVEFSCSVMHE

ALHNHYTQKSLSLSPGK

[Figure 41]

SEQ ID NO: 43 - Amino acid sequence of VARl anti-TIGIT light
chain variable region
QSVLTQPPSASGTPGQRVTISCSGSSSNIGRRPVNWYQQLPGTAPKLLIYSQNQRPSGVPDR

FSGSQSGTSASLAISGLQSEDEADYFCAVWDDIGRVLQLGGGTQLTVL

[Figure 42]

SEQ ID NO: 44 - Amino acid sequence of VARl anti-TIGIT light
chain
QSVLTQPPSASGTPGQRVTISCSGSSSNIGRRPVNWYQQLPGTAPKLLIYSONQRPSGVPDR
FSGSQSGTSASLAISGLQSEDEADYFCAVWDDIGRVLQLGGGTQLTVLGQPKAAPSVTLEPP
CSEELQANKATLVCLISDFYPGAVIVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTP

EQWKSHRSYSCQVTHEGSTVEKTVAPTEVS

[Figure 43]

SEQ ID NO: 45 - Amino acid sequence of MEDI5752 anti-PD1 light
chain
QIVLTQSPATLSLSPGERATLSCSASSKHTNLYWSRHMYWYQQOKPGQAPRLLIYLTSNRATG

IPARFSGSGSGTIDFTLTISSLEPEDFAVYYCQOWSSNPFTFGOQGTKLEIKRTVAAPSVEFIFP
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PSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTL

SKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

[Figure 44]

SEQ ID NO: 46 — Amino acid sequence of MEDI5752 anti-PD1 heavy
chain
EVQLVESGGGLVQPGGSLRLSCAASGFTFSDYGMHWVRQAPGKGLEWVAYISSGSYTIYSAD
SVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCARRAPNSEFYEYYFDYWGQGTTVTIVSSAS
TKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLQOSSGLYS
LSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEFEGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKALPASIEKTISKAKGQPREPQVCTLPPSREEMTKNQVSLSC
AVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLVSKLTVDKSRWQQOGNVFSCSVMH

EALHNHYTQKSLSLSPGK

[Figure 45]

SEQ ID NO: 47 - Amino acid sequence of MEDI5752 anti-CTLA-4
light chain
DIQMTQSPSSLSASVGDRVTITCRASQSINSYLDWYQQKPGKAPKLLIYAASSLQOSGVPSRFE
SGSGSGTIDFTLTISSLOQPEDFATYYCQQYYSTPFTFGPGTKVEIKGQPKAAPSVTLFPPCSE
ELQANKATLVCLISDFYPGAVIVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQW

KSHRSYSCQVTHEGSTVEKTVAPTEVS

[Figure 46]

SEQ ID NO: 48 - Amino acid sequence of MEDI5752 anti-CTLA-4
heavy chain
QVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVIWYDGSNKYYAD
SVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCARDPRGATLYYYYYGMDVWGQGTTVTVS

SASTKGPSVCPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG



WO 2024/023750 PCT/1B2023/057619
12/20

LYSLSSVVIVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSVDKTHTCPPCPAPEFEGGP SV
FLFPPKPKDTLMISRTPEVICVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKALPASIEKTISKAKGQPREPQVYTLPPCREEMTKNQVS
LWCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFESCS

VMHEALHNHYTQKSLSLSPGK

[Figure 47]
SEQ ID NO: 49 - Amino acid sequence of MEDI5752 anti-PD1 light
chain CDRL1

SASSKHTNLYWSRHMYWY

[Figure 48]
SEQ ID NO: 50 - Amino acid sequence of MEDI5752 anti-PD1 light
chain CDRL2

TSNRAT

[Figure 49]
SEQ ID NO: 51 - Amino acid sequence of MEDI5752 anti-PD1 light
chain CDRL3

QQWSSNP

[Figure 50]
SEQ ID NO: 52 - Amino acid sequence of MEDI5752 anti-PD1 heavy
chain CDRH1

GFTFSDYGMH

[Figure 51]
SEQ ID NO: 53 - Amino acid sequence of MEDI5752 anti-PD1 heavy

chain CDRH2
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YISSGSYTIYSADSVKG

[Figure 52]
SEQ ID NO: 54 - Amino acid sequence of MEDI5752 anti-PD1 heavy
chain CDRH3

RAPNSFYEYYFDY

[Figure 53]
SEQ ID NO: 55 - Amino acid sequence of MEDI5752 anti-CTLA-4
light chain CDRL1

RASQSINSYLD

[Figure 54]
SEQ ID NO: 56 - Amino acid sequence of MEDI5752 anti-CTLA-4

light chain CDRL2

AASSLQS

[Figure 55]
SEQ ID NO: 57 - Amino acid sequence of MEDI5752 anti-CTLA-4

light chain CDRL3

QQYYSTP

[Figure 56]
SEQ ID NO: 58 - Amino acid sequence of MEDI5752 anti-CTLA-4
heavy chain CDRH1

GFTFSSYGMH

[Figure 57]
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SEQ ID NO: 59 - Amino acid sequence of MEDI5752 anti-CTLA-4
heavy chain CDRH2

VIWYDGSNKYYADSVKG

[Figure 58]
SEQ ID NO: 60 - Amino acid sequence of MEDI5752 anti-CTLA-4
heavy chain CDRH3

DPRGATLYYYYYGMDV
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