
<?xml version="1.0" encoding="UTF-8"?>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN" 
"ST26SequenceListing_V1_3.dtd">
<ST26SequenceListing   dtdVersion="V1_3" fileName="P206473EP01 - sequence 
listing.xml" softwareName="WIPO Sequence" softwareVersion="2.3.0" 
productionDate="2025-02-12">

<ApplicationIdentification>
<IPOfficeCode>EP</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>

</ApplicationIdentification>
<ApplicantFileReference>NLW/JCP1/NTR/P206473EP01</ApplicantFileReference>
<EarliestPriorityApplicationIdentification>

<IPOfficeCode>GB</IPOfficeCode>
<ApplicationNumberText>GB1907153.9</ApplicationNumberText>
<FilingDate>2019-05-21</FilingDate>

</EarliestPriorityApplicationIdentification>
<ApplicantName languageCode="en">ARGENX BV</ApplicantName>
<InventionTitle languageCode="en">ANTAGONISTS OF THE COMPLEMENT SYSTEM FOR 

USE IN METHODS OF TREATING PARAPROTEINEMIC NEUROPATHIES </InventionTitle>
<SequenceTotalQuantity>31</SequenceTotalQuantity>
<SequenceData sequenceIDNumber="1">

<INSDSeq>
<INSDSeq_length>752</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..752</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q1">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>MGPLMVLFCLLFLYPGLADSAPSCPQNVNISGGTFTLSHGWAPGSLLTYSCPQGLYPSPASRLCK
SSGQWQTPGATRSLSKAVCKPVRCPAPVSFENGIYTPRLGSYPVGGNVSFECEDGFILRGSPVRQCRPNGMWDGETAVCDNGA

Page 1



GHCPNPGISLGAVRTGFRFGHGDKVRYRCSSNLVLTGSSERECQGNGVWSGTEPICRQPYSYDFPEDVAPALGTSFSHMLGAT
NPTQKTKESLGRKIQIQRSGHLNLYLLLDCSQSVSENDFLIFKESASLMVDRIFSFEINVSVAIITFASEPKVLMSVLNDNSR
DMTEVISSLENANYKDHENGTGTNTYAALNSVYLMMNNQMRLLGMETMAWQEIRHAIILLTDGKSNMGGSPKTAVDHIREILN
INQKRNDYLDIYAIGVGKLDVDWRELNELGSKKDGERHAFILQDTKALHQVFEHMLDVSKLTDTICGVGNMSANASDQERTPW
HVTIKPKSQETCRGALISDQWVLTAAHCFRDGNDHSLWRVNVGDPKSQWGKEFLIEKAVISPGFDVFAKKNQGILEFYGDDIA
LLKLAQKVKMSTHARPICLPCTMEANLALRRPQGSTCRDHENELLNKQSVPAHFVALNGSKLNINLKMGVEWTSCAEVVSQEK
TMFPNLTDVREVVTDQFLCSGTQEDESPCKGESGGAVFLERRFRFFQVGLVSWGLYNPCLGSADKNSRKRAPRSKVPPPRDFH
INLFRMQPWLRQHLGDVLNFLPL</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="2">

<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q3">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>EDDHDAFAY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="3">

<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..17</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q5">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>DINPNYESTGYNQKFKG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="4">

<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q7">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>DYNMD</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="5">

<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
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<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..9</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q9">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>QHSRELPYT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="6">

<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q11">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LASNLKS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="7">

<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..15</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q13">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>RASKSVRTSGYNYMH</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="8">

<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..118</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
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</INSDQualifier>
<INSDQualifier id="q15">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSS</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="9">

<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..111</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q17">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DNVLTQSPDSLAVSLGERATISCRASKSVRTSGYNYMHWYQQKPGQPPKLLIYLASNLKSGVPDR
FSGSGSGTDFTLTISSLQAEDAATYYCQHSRELPYTFGQGTKLEIK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="10">

<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
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<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..330</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q18">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQV
YTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEA
LHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="11">

<INSDSeq>
<INSDSeq_length>329</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..329</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q19">

<INSDQualifier_name>organism</INSDQualifier_name>
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<INSDQualifier_value>homo 
sapiens</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>

</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQV
YTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEA
LKFHYTQKSLSLSPG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="12">

<INSDSeq>
<INSDSeq_length>327</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..327</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q20">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQ
EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHN
HYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="13">

<INSDSeq>
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<INSDSeq_length>327</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..327</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q21">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQ
EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHN
HYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="14">

<INSDSeq>
<INSDSeq_length>327</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..327</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q22">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQ
EDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTL
PPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALKF
HYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="15">

<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..448</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCP
APELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
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</SequenceData>
<SequenceData sequenceIDNumber="16">

<INSDSeq>
<INSDSeq_length>447</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..447</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q26">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCP
APEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALKFHYTQKSLSLSPG</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="17">

<INSDSeq>
<INSDSeq_length>445</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..445</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>
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<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q28">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="18">

<INSDSeq>
<INSDSeq_length>445</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..445</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVK

Page 12



DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="19">

<INSDSeq>
<INSDSeq_length>445</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..445</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q32">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMDWVRQATGQGLEWIGDINPNYESTGYNQKFK
GRATMTVDKSISTAYMELSSLRSEDTAVYYCAREDDHDAFAYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPE
FLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLD
SDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALKFHYTQKSLSLSPGK</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="20">

<INSDSeq>
<INSDSeq_length>218</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1..218</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>

<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>DNVLTQSPDSLAVSLGERATISCRASKSVRTSGYNYMHWYQQKPGQPPKLLIYLASNLKSGVPDR
FSGSGSGTDFTLTISSLQAEDAATYYCQHSRELPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREA
KVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</INSDSeq_seq
uence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="21">

<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q35">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
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<INSDSeq_sequence>EPKSCDKTHT</INSDSeq_sequence>
</INSDSeq>

</SequenceData>
<SequenceData sequenceIDNumber="22">

<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="23">

<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q37">
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<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>APELLGGP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="24">

<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..12</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q38">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ELKTPLGDTTHT</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="25">

<INSDSeq>
<INSDSeq_length>50</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..50</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q39">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>

<INSDSeq_sequence>CPRCPEPKSCDTPPPCPRCPEPKSCDTPPPCPRCPEPKSCDTPPPCPRCP</INSDSeq_seque
nce>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="26">

<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q40">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>ESKYGPP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<SequenceData sequenceIDNumber="27">
<INSDSeq>

<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..5</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q41">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CPSCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="28">

<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..8</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q42">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 
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sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>APEFLGGP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="29">

<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="30">

<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..10</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>CCVECPPPCP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<SequenceData sequenceIDNumber="31">

<INSDSeq>
<INSDSeq_length>7</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
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<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..7</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type</INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q45">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>homo 

sapiens</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>APPVAGP</INSDSeq_sequence>

</INSDSeq>
</SequenceData>

</ST26SequenceListing>
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