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FIG. 1
Minibodies
IAB57M1-1:SEQ ID No. 1
METDTLLLWVLLLWVPGSTG
1 EIVMTQSPAT LSVSPGERAT LSCKASQSVS NDVVWYQQKP GQAPRLLIYY ASNRYTGIPA 60
61 REFSGSGSGTE FTLTISSLQS EDFAVYYCQQ DYTSPWTFGQ GTKLEIKGST SGGGSGGGSG 120
121 GGGSSQVQLV QSGAEVKKPG ASVKVSCKAS GYTETNYGMN WVRQAPGQGL EWMGWINTYT 180
181 GEPTYADDFK GRVTMTTDTS TSTAYMELRS LRSDDTAVYY CARIGDSSPS DYWGQGTLVT 240
241 VSSEPKSSDK THTCPPCPPC GGGSSGGGSG GQPREPQVYT LPPSREEMTK NQVSLTCLVK 300
301 GFYPSDIAVE WESNGQPENN YKTTPPVLDS DGSFFLYSKL TVDKSRWQQG NVFSCSVMHE 360
361 ALHNHYTQKS LSLSPG 376
IAB57M2-2: SEQ ID No. 2

METDTLLLWVLLLWVPGSTG
QVQLVQSGAEVKKPGASVKVSCKASGYTEFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDFKGRVIMTTDT ST S
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVIVSSGSTSGGGSGGGSGGGGSSEIVMTQSPATLSVSPGER
ATLSCKASQSVSNDVVWYQQOKPGQAPRLLIYYASNRYTGIPARFSGSGSGTEFTLTISSLRSEDFAVYYCQQDYTSP
WIFGQGTKLEIKEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

IAB57M1-3 SEQ ID No. 3

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQOKPGOAPRLLIYDASNRYTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTEFGQGTKLEIKGSTSGGGSGGGSGGGGSSQVQLVOSGAEVKKPGASVKVSCKASGYTE
TNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEFKGRVTMTTDT STSTAYMELRSLRSDDTAVYYCARIGDSSPSD
YWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSEFLYSKLTVDKSRWQOGNVESCSVMOEALHNHYTQKSLSLSPG

IAB57M2-4 SEQ ID No. 4

METDTLLLWVLLLWVPGSTG
QVOLVOSGAEVKKPGASVKVSCKASGYTFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEFKGRVIMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSGSTSGGGSGGGSGGGGSSEIVMTQSPATLSVSPGER
ATLSCKASQSVSNDVVWYQQKPGOQAPRLLIYDASNRYTGIPARFSGSGSGTEFTLTISSLOSEDFAVYYCQQDYTSP
WIFGQGTKLEIKEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSEFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

IAB57M1-5 SEQ ID No. 5

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQKPGOAPRLLIYYASNRNTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQQODYTSPWTFGQGTKLEIKGSTSGGGSGGGSGGGGSSQVQLVQSCGAEVKKPGASVKVSCKASGYTE
TNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDFKGRVIMTTDT STSTAYMELRSLRSDDTAVYYCARIGDSSPSD
YWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGS SGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

IAB57M2-6 SEQ ID No. 6

METDTLLLWVLLLWVPGSTG
QVQLVQSGAEVKKPGASVKVSCKASGYTETNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEKGRVIMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSGSTSGGGSGGGSGGGGSSEIVMTQSPATLSVSPGER
ATLSCKASQSVSNDVVWYQQOKPGQAPRLLIYYASNRNTGIPARFSGSGSGTEFTLTISSLOSEDFAVYYCQQDYTSP
WIFGQGTKLEIKEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

IAB57M1-7 SEQ ID No. 7

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQKPGQAPRLLIYDASNRNTGIPARFSGSGSGTEFTLTISS
LQSEDFAVYYCQQDYTSPWTFGQGTKLEIKGSTSGGGSGGGSGGGGSSQVQLVQSGAEVKKPGASVKVSCKASGYTE
TNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDFKGRVIMTTDTSTSTAYMELRSLRSDDTAVYYCARIGDSSPSD




WO 2024/011177 PCT/US2023/069710
2/20

FIG. 1 Continued

YWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVEFSCSVMHEALHNHYTQKSLSLSPG
IAB57M2-8 SEQ ID No. 8

METDTLLLWVLLLWVPGSTG
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEKGRVTMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSGSTSGGGSGGGSGGGGSSEIVMTQSPATLSVSPGER
ATLSCKASQSVSNDVVWYQQKPGQAPRLLIYDASNRNTGIPARFSGSGSGTEFTLTISSLOSEDFAVYYCQQDYTSP
WIFGQGTKLEIKEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

IAB57M1-13 SEQ ID No. 9

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQOKPGQAPQLLIYDASNRYTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTFGQGTKLEIKGSTSGGGSGGGSGGGGSSQVOLVQSGAEVKKPGASVKVSCKASGYTE
TNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEFKGRVIMTTDT STSTAYMELRSLRSDDTAVYYCARIGDSSPSD
YWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPG

IAB57M1-14 SEQ ID No. 10

METDTLLLWVLLLWVPGSTG
EIVMTQOSPATLSVSPGERATLSCKASQSVSNDVVWYQQOKPGOSPOLLIYDASNRYTGIPAREFSGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTFGQGTKLEIKGSTSGGGSGGGSGGGGSSQVQLVQSGAEVKKPGASVKVSCKASGYTE
TNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDFKGRVIMTTDT STSTAYMELRSLRSDDTAVYYCARIGDSSPSD
YWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGSSGGGSGGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGOQPENNYKTTPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

FIG. 2

Cys-diabodies

IAB57Cl-9 SEQ ID No. 11

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQKPGQAPRLLIYDASNRYTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTEFGOQGTKLEIKSGGGGOVQLVQSGAEVKKPGASVKVSCKASGYTEFTNYGMNWVRQAPG
QGLEWMGWINTYTGEPTYADDFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSG
GCPPCPPC

IAB57C2-10 SEQ ID No. 12

METDTLLLWVLLLWVPGSTG
QVQLVQSGAEVKKPGASVKVECKASGYTEFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEKGRVTMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSSGGGGEIVMTQSPATLSVSPGERATLSCKASQSVSN
DVVWYQOKPGOAPRLLIYDASNRYTGIPARFSGSGSGTEFTLTISSLOSEDFAVYYCQQDYTSPWTEFGQGTKLEIKG
GCPPCPPC

IAB57C3-11 SEQ ID No. 13

METDTLLLWVLLLWVPGSTG
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQKPGOAPRLLIYDASNRYTGIPARESGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTFGQGTKLEIKGGGSGGGGQVQLVQSGAEVKKPGASVKVSCKASGYTETNYGMNWVRQ
APGOGLEWMGWINTYTGEPTYADDFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTV
SSGGCPPCPPC

IAB57C4-12 SEQ ID No. 14

METDTLLLWVLLLWVPGSTG
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEFKGRVTMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSGGGSGGGGEIVMTQSPATLSVSPGERATLSCKASQS
VSNDVVWYQQKPGQAPRLLIYDASNRYTGIPARFSGSGSGTEFTLTISSLOSEDFAVYYCQQDYTSPWTEFGQGTKLE
IKGGCPPCPPC
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FIG. 3 — Component sequences
LCDRs

SEQ ID No. 15 - LCDR1
KASQSVSNDVVW

SEQ ID No. 16 - LCDR1

Lys Ala Ser Gln Ser Val Ser
SEQ ID No. 17 - LCDR2
YASNRYTG

SEQ ID No. 18 - LCDR2

Tyr Ala Ser Asn Arg Tyr Thr
SEQ ID No. 19 - LCDR2
DASNRYTG

SEQ ID No. 20 - LCDR2

Asp Ala Ser Asn Arg Tyr Thr
SEQ ID No. 21 - LCDR2
YASNRNTG

SEQ ID No. 22 - LCDR2

Tyr Ala Ser Asn Arg Asn Thr
SEQ ID No. 23 - LCDR2
DASNRNTG

SEQ ID No. 24 - LCDR2

Asp Ala Ser Asn Arg Asn Thr
SEQ ID No. 25 - LCDR3
QQDYTSPWT

SEQ ID No. 26 — LCDR3

Gln Gln Asp Tyr Thr Ser Pro
HCDRs

SEQ ID No. 27 - HCDR1
KASGYTETNYGMN

SEQ ID No. 28 - HCDR1

Lys Ala Ser Gly Tyr Thr Phe
SEQ ID No. 29 - HCDR2
WINTYTGEPT

SEQ ID No. 30 — HCDR2

Trp Ile Asn Thr Tyr Thr Gly

SEQ ID No. 31 - HCDR3
ARIGDSSPSDY

3/20

Asn Asp Val Val Trp

Gly

Gly

Gly

Gly

Trp Thr

Thr Asn Tyr Gly Met Asn

Glu Pro Thr
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SEQ ID No. 32 — HCDR3
Ala Arg Ile Gly Asp Ser Ser
Thr Gly

FRs
SEQ ID No. 33 - LFR2
YQOQKPGQAPRLLIY

SEQ ID No. 34 - LFR2
Tyr Gln Gln Lys Pro Gly Gln

SEQ ID No. 35 - LFR2
YQOKPGOAPQLLIY

SEQ ID No. 36 - LFR2
Tyr Gln Gln Lys Pro Gly Gln

SEQ ID No. 37 - LFR2
YQOKPGQOSPQLLIY

SEQ ID No. 38 - LFR2
Tyr Gln Gln Lys Pro Gly Gln

Linkers
SEQ ID No. 39 - Linker
SGGGG

SEQ ID No. 40 - Linker
Ser Gly Gly Gly Gly

SEQ ID No. 41 - Linker
GGGSGGGG

SEQ ID No. 42 - Linker
Gly Gly Gly Ser Gly Gly Gly

SEQ ID No. 43 - Linker
GSTSGGGSGGGSGGGGSS

SEQ ID No. 44 - Linker
Gly Ser Thr Ser Gly Gly Gly
Ser

SEQ ID No. 45 - Signal Peptide
1 METDTLLLWV LLLWVPGSTG 20

SEQ ID No. 46 - Signal Peptide
Met Glu Thr Asp Thr Leu Leu
Ser Thr Gly

PCT/US2023/069710
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FIG. 3 Continued

Pro Ser Asp Tyr Asp Ala Ser Asn Arg Asn

Ala Pro Arg Leu Leu Ile Tyr

Ala Pro Gln Leu Leu Ile Tyr

Ser Pro Gln Leu Leu Ile Tyr

Gly

Ser Gly Gly Gly Ser Gly Gly Gly Gly Ser

Leu Trp Val Leu Leu Leu Trp Val Pro Gly
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FIG. 3 Continued

VH/VL

SEQ ID NO: 47 - Parental VH
QVQLVQSGAEVKKPGASVKVSCKASGYTFTNYGMNWVRQAPGQGLEWMGWINTYTGEPTYADDEFKGRVTMTTDTSTS
TAYMELRSLRSDDTAVYYCARIGDSSPSDYWGQGTLVTVSSASTKGPSVEFPLAPSSKSTSGGTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVILOSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCP

APELLGGPSVFLFPPKPKDTILMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLT
VLHODWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESN
GOPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

SEQ ID NO: 48 - Parental LC
EIVMTQSPATLSVSPGERATLSCKASQSVSNDVVWYQQKPGQAPRLLIYYASNRYTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQODYTSPWTFGQGTKLEIKRTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNAL
QSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

SEQ ID NO: 49 - Parental VL
ETVMTQSPATLSVSPGERATLSCKASQSVINDVVWYQQKPGOAPRLLIYYASNRYTGIPARFSGSGSGTEFTLTISS
LOSEDFAVYYCQQODYTSPWTFGQGTKLEIK

FIG.4
IAB57M1-7 annotated sequence with CDRs:

CDR definitions: North, IMGT, Kabat, CHOTIA
EIVMTQSPATLSVSPGERATLSC KASQSVSNDV VirvookPGoAPRLLIY DASNRN TGIPARFSGSGSGT
EFTLTISSLQSEDFAVYYCQQODYTSPWTFGOGTKLEIKGSTSGGGSGGGSCGGESSQVQLVQSGAEVKKPGA
svKvscKaASGY TE' TN YemuminvroAPGQGLEWMGWIN TY TGEPTYADDFKGRVTMTTDT ST STAYMELRS LR

SDDTAVYYCAR IGDSSPSDYWGQGTLVTVSSEPKSSDKTHTCPPCPPCGGGSSGEGSGGOPREPQVYTLPPS

REEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSEFELYSKLTVDKSRWQOGNVESCSVMHE
ALHNHYTQKSLSLSPG (SEQ ID NO:142)
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FIG.5
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6
SEQ ID NO.
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FIG. 9
IABS7 biolayer interferometry
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FIG. 10
Binding to tumor cells {Flow Cytometry}:
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FIG. 11
In-vivo biodistribution:

Biodistribution of 89Zr-desferoxamine-IAB57M1-3 in NCr nude mice bearing
SHP77 and NCI-H82 tumors

______ [ SHP-77 (n=5}
25- 8 NCI-H82 {n=4)
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FIG. 12

In-vivo biodistribution of 89Zr-desferoxamine-IAB57M1-3, 89Zr-desferoxamine-
IAB57M1-13, and 89Zr-desferoxamine-IAB57M1-14 in NCr nude mice bearing SHP77
and NCI-H82 tumors
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FIG. 13 Nucleic acids:

IAB57M1-1

SEQ ID No.: 51
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCARGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCARGCCCCTAGACTGCTGATCTACTAC
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCAACAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCT CTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGE
CCAAGGCCTGCAGTGGATGCCGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCARG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCE
ACGACACCGCTGTGTATTATTGCGCGCGEATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCAC
CCTGETTACCGTGAGCAGCGAACCCARGAGCTCCGACARGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGARGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCARCAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCT GCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTGE
A

IAB57M2-2

SEQ ID No.: 52
ATGGAGACCGATACCCTGCTACTGTGGGTCCTCCTACTGTGGGTGCCCGGCAGCACCGGGCAAGTGCAGC
TGETGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAGGTGAGCTGCAAGGCAAGCGGTTA
CACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGG
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGT TTACTACTGTGC
GAGAATCGGCGACAGCAGCCCTAGCGACTAT TGGGGTCAAGGCACCTTGGTTACTGTGTCAAGCGGCTCC
ACCTCCGGCGGCGGATCGGGCGGAGGAAGCGGTGGCGGCGGCAGCAGCGAGATCGTGATGACACAGAGCT
CCGCCACCTTAAGCGTTAGCCCCGGCGAGAGAGCAACCCTTTCTTGCARAGCTAGCCAAAGTGTGAGCAR
CGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACTACGCTAGCAACAGA
TACACCGGCATCCCCGCTAGATTCAGCGGCAGCGECAGCGGCACCGAGT TCACCCTGACCATCAGCAGCC
TGCAGAGCGAGGACTTCGCTGTGTATTATTGCCARCAAGACTACACAAGCCCCTGGACCTTCGGTCARGE
GACCAAGCTGGAGATCAAGGAACCCAAGAGCTCCGACARGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGRAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCT GCACAATCACTACACCCAGAAGTCCCTCTCCCT GAGCCCCGGCTG
A

IAB57M1-3

SEQ ID No.: 53
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCAAGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGAL
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
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FIG. 13 Continued.

CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCARCAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCTCTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGG
CCAAGGCCTGGAGTGGATGGGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCG
ACGACACCGCTGTGTATTATTGCGCGCGGATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCACL
CCTGGTTACCGTGAGCAGCGAACCCAAGAGCTCCGACAAGACCCACACYTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTG
A

IAB57M2-4

SEQ ID No.: 54
ATGGAGACCGATACCCTGCTACTGTGGGTCCTCCTACTGTGGGTGCCCGGCAGCACCGGGCAAGTGCAGC
TGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAGGTGAGCTGCAAGGCAAGCGGTTA
CACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGG
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGTTTACTACTGTGC
GAGAATCGGCGACAGCAGCCCTAGCGACTATTGGGGTCAAGGCACCTTGGTTACTGTGTCAAGCGGCTCC
ACCTCCGGCGGCGGATCGGGCGGAGGAAGCGGTGGCGGCGGCAGCAGCGAGATCGTGATGACACAGAGCC
CCGCCACCTTAAGCGTTAGCCCCGGCGAGAGAGCAACCCTTTCTTGCAAAGCTAGCCAANGTGTGAGCARA
CGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGACGCTAGCAACAGA
TACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGACCATCAGCAGLCC
TGCAGAGCGAGGACTTCGCTGTGTATTATTGCCAACAAGACTACACAAGCCCCTGGACCTTCGGTCAAGG
GACCAAGCTGGAGATCAAGGAACCCAAGAGCTCCGACAAGACCCACACYTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCARACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGLTG
A

IAB57M1-5

SEQ ID No.: 55
ATGGAGACCGACACCCTGCTGCTGTGGGETGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCARAGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACTAC
GCTAGCAACAGARACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCAACAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCTCTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGG
CCAAGGCCTGGAGTGGATGGGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCG
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ACGACACCGCTGTGTATTATTGCGCGCGGATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCAL
CCTGGTTACCGTGAGCAGCGAACCCAAGAGCTCCGACAAGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTG
A

TIAB57M2-6

SEQ ID No.: 56
ATGGAGACCGATACCCTGCTACTGTGGGTCCTCCTACTGTGGGTGCCCGGCAGCACCGGGCAAGTGCAGC
TGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAGGTGAGCTGCAAGGCAAGCGGTTA
CACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGG
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGTTTACTACTGTGC
GAGAATCGGCGACAGCAGCCCTAGCGACTATTGGGGTCAAGGCACCTTGGTTACTGTGTCAAGCGGCTCC
ACCTCCGGCGGCGGATCGGGCGGAGGAAGCGGTGGCGGCGGCAGCAGCGAGATCGTGATGACACAGAGCC
CCGCCACCTTAAGCGTTAGCCCCGGCGAGAGAGCAACCCTTTCTTGCAAAGCTAGCCAANGTGTGAGCAA
CGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACTACGCTAGCAACAGA
AACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGACCATCAGCAGCC
TGCAGAGCGAGGACTTCGCTGTGTATTATTGCCAARCAAGACTACACAAGCCCCTGGACCTTCGGTCARAGG
GACCAAGCTGGAGATCAAGGAACCCAAGAGCTCCGACAAGACCCACACYTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCANACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTG
A

IABS57M1-7

SEQ ID No.: 57
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCAAGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGAL
GCTAGCAACAGAAACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCAACAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCTCTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGG
CCAAGGCCTGGAGTGGATGGGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCG
ACGACACCGCTGTGTATTATTGCGCGCGGATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCAC
CCTGGTTACCGTGAGCAGCGAACCCAAGAGCTCCGACAAGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTG
A
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IAB57M2-8

SEQ ID No.: 58
ATGGAGACCGATACCCTGCTACTGTGGGTCCTCCTACTGTGGGTGCCCGGCAGCACCGGGCAAGTGCAGC
TGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAGGTGAGCTGCAAGGCAAGCGGTTA
CACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGG
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGTTTACTACTGTGC
GAGAATCGGCGACAGCAGCCCTAGCGACTATTGGGGTCAAGGCACCTTGGTTACTGTGTCAAGCGGCTCC
ACCTCCGGCGGCGGATCGGGCGGAGGAAGCGGTGGCGGCGGCAGCAGCGAGATCGTGATGACACAGAGCC
CCGCCACCTTAAGCGTTAGCCCCGGCGAGAGAGCAACCCTTTCTTGCAAAGCTAGCCARAGTGTGAGCAA
CGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGACGCTAGCAACAGA
AACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGACCATCAGCAGCC
TGCAGAGCGAGGACTTCGCTGTGTATTATTGCCARACAAGACTACACAAGCCCCTGGACCTTCGGTCAAGG
GACCAAGCTGGAGATCAAGGAACCCAAGAGCTCCGACAAGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGLTG
A

IAB57C1-9

SEQ ID No.: 59
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTGCTCCTGTGGGTGCCCGGTAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACCCTCAGCGTCAGTCCCGGCGAGAGAGCCACGCTGAGCTGCAAGGCATCTCA
GAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGAC
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCTGTGTACTACTGCCAACAAGACTACACAAGCCCCTGGAC
CTTCGGGCAAGGCACCAAACTGGAAATTAAGAGCGGAGGTGGTGGGCAAGTGCAGCTGGTGCAGAGCGGC
GCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAAGTGAGCTGCAAGGCCTCCGGATACACCTTCACCAACT
ACGGCATGAACTGGGTGAGACAAGCCCCCGGCCARAGGCCTGGAGTGGATGGGCTGGATCAACACCTACALC
CGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACACAAGCACAAGCACC
GCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGTGTACTATTGCGCGCGGATCGGCGACA
GCAGCCCTAGCGACTACTGGGGCCAAGGCACCCTGGTTACCGTGAGCAGCGGCGGCTGCCCCCCCTGLCC
ACCCTGCTGA

IAB57C2-10

SEQ ID No.: 60
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTGCTGTGGGTTCCGGGATCCACCGGCCAAGTGCAGC
TGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAGGTAAGCTGCAAGGCTAGCGGGTA
CACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGG
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCTGTGTACTACTGCGC
TCGCATCGGCGACAGCAGCCCTAGCGACTACTGGGGGCAAGGCACCCTTGTCACCGTGAGCTCGAGCGGT
GGCGGCGGTGAGATCGTGATGACACAGAGCCCCGCTACACTGAGCGTGAGCCCCGGCGAGAGAGCCACGC
TGAGCTGCAAAGCCTCTCAGAGCGTGAGCARCGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCC
TAGACTGCTGATCTACGACGCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGC
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GGCACCGAGTTCACCCTGACCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTGTACTATTGCCAACAAG
ACTACACAAGCCCCTGGACCTTCGGCCAAGGAACCAAGCTGGAGATCAAGGGCGGCTGCCCCCCCTGCCC
ACCCTGCTGA

IAB57C3-11

SEQ ID No.: 61
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTGCTCCTGTGGGTGCCCGGTAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACCCTCAGCGTCAGTCCCGGCGAGAGAGCCACGCTGAGCTGCAAGGCATCTCA
GAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTAGACTGCTGATCTACGAC
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCTGTGTACTACTGCCAACAAGACTACACAAGCCCCTGGAC
CTTCGGGCAAGGCACCAAACTGGAAATTAAGGGCGGAGGTAGCGGAGGTGGTGGGCAAGTGCAGCTGGTG
CAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGAAAGTGAGCTGCAAGGCCTCCGGATACACCT
TCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGGATCAA
CACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAGGGCAGAGTGACCATGACCACCGACACAAGC
ACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCCGTGTACTATTGCGCGCGGA
TCGGCGACAGCAGCCCTAGCGACTACTGGGGCCAAGGCACCCTGGTTACCGTGAGCAGCGGCGGCTGCCC
CCCCTGCCCACCCTGCTGA

IAB57C4-12

SEQ ID No.: 62
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTGCTGTGGGTTCCGGGATCCACCGGCCAAGTGCAGT
TGETGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGARGGTARGCTGCAAGGCTAGCGGGTA
CACCTTCACCAACTACGGCATGAACTGCGTGAGACAAGCCCCCGGCCAAGGCCTGGAGTGGATGGGCTGE
ATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCARGCGCAGAGTGACCATGACCACCGACA
CAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCGACGACACCGCTGTGTACTACTGCGC
TCGCATCGGCGACAGCAGCCCTAGCGACTACTGGEEGCAAGGCACCCTTGTCACCGTGAGCTCGGGGGGER
GGAAGCGGTGGCGGCGGTGAGATCGTGATGACACAGAGCCCCGCTACACTGAGCGTGAGCCCCGGCGAGA
GAGCCACGCTGAGCTGCAAAGCCTCTCAGAGCGTGAGCAACGACGTGGT GTGGTATCAGCAGAAGCCCGG
CCAAGCCCCTAGACTGCTGATCTACGACGCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGC
AGCGGCAGCGGCACCGAGTTCACCCTGACCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTGTACTATT
GCCAACAAGACTACACAAGCCCCTGGACCTTCGGCCAAGGAACCAAGCT GGAGATCARGGGCGGCTGCCC
CCCCTGCCCACCCTGCTGA

IAB57M1-13

SEQ ID No.: 63
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCAAGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAGCCCCTCAACTGCTGATCTACGACL
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCAACAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCTCTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGG
CCAAGGCCTGGAGTGGATGGGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCG
ACGACACCGCTGTGTATTATTGCGCGCGGATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCACL
CCTGGTTACCGTGAGCAGCGAACCCAAGAGCTCCGACAAGACCCACACGTGTCCCCCTTGCCCTCCTTGT
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GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGLTG
A

IAB57M1-14

SEQ ID No.: 64
ATGGAGACCGACACCCTGCTGCTGTGGGTGCTCCTACTGTGGGTGCCCGGCAGCACCGGCGAGATCGTGA
TGACACAGAGCCCCGCGACACTCAGCGTGAGTCCCGGCGAGAGAGCGACGCTCAGCTGCAAGGCAAGCCA
AAGCGTGAGCAACGACGTGGTGTGGTATCAGCAGAAGCCCGGCCAAAGCCCTCAACTGCTGATCTACGAC
GCTAGCAACAGATACACCGGCATCCCCGCTAGATTCAGCGGCAGCGGCAGCGGCACCGAGTTCACCCTGA
CCATCAGCAGCCTGCAGAGCGAGGACTTCGCCGTTTACTACTGTCAACAAGACTACACAAGCCCCTGGAC
CTTCGGCCAAGGCACCAAGCTGGAAATTAAGGGCAGCACCTCTGGAGGCGGGTCGGGCGGAGGATCGGGA
GGCGGCGGAAGCAGCCAAGTGCAGCTGGTGCAGAGCGGCGCCGAGGTGAAGAAGCCCGGCGCTAGCGTGA
AGGTATCTTGCAAGGCTAGCGGGTATACCTTCACCAACTACGGCATGAACTGGGTGAGACAAGCCCCCGG
CCAAGGCCTGGAGTGGATGGGCTGGATCAACACCTACACCGGCGAGCCCACCTACGCCGACGACTTCAAG
GGCAGAGTGACCATGACCACCGACACAAGCACAAGCACCGCCTACATGGAGCTGAGAAGCCTGAGAAGCG
ACGACACCGCTGTGTATTATTGCGCGCGGATCGGCGACAGCAGCCCTAGCGACTACTGGGGACAAGGCAL
CCTGGTTACCGTGAGCAGCGAACCCAAGAGCTCCGACAAGACCCACACGTGTCCCCCTTGCCCTCCTTGT
GGCGGAGGAAGCTCCGGAGGCGGAAGCGGAGGACAGCCTAGGGAGCCCCAGGTGTATACCCTCCCCCCCT
CCAGGGAAGAGATGACCAAGAACCAGGTGAGCCTGACCTGCCTCGTGAAGGGCTTTTATCCCTCCGATAT
CGCCGTGGAGTGGGAGAGCAACGGCCAGCCTGAGAACAATTACAAGACCACCCCCCCTGTGCTGGACTCC
GATGGCAGCTTCTTCCTGTATTCCAAGCTGACCGTCGACAAGTCCAGGTGGCAACAGGGCAACGTCTTCA
GCTGCAGCGTGATGCACGAGGCCCTGCACAATCACTACACCCAGAAGTCCCTCTCCCTGAGCCCCGGCTG
A

FIG. 14
Unique IgG sequences (with allotypes and isoallotypes):

IgGl:

SEQ ID No.: 65

IGHG1*01
GQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFESCS
VMHEALHNHYTQKSLSLSPGK

SEQ ID No.: 66

IGHG1*03
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

SEQ ID No.: 67

IGHG1*04
GOQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNIFSCS
VMHEALHNHYTQKSLSLSPGK
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SEQ ID No.: 68

IGHG1*07
GQPREPQVYTLFPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQOGNVFESCS
VMHEELHNHYTQKSLSLSPGK

IgG2:

SEQ ID No.: 69

IGHG2*01

GOPREPQVYTLPPSREEMTKNQVSLT CLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

SEQ ID No.: 70

IGHG2*06
GOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDISVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQOGNVESCS
VMHEALHNHYTQKSLSLSPGK

SEQ ID No.: 71

IGHG2*15
GOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVESCS
VMHEALHNHYTQKSLSLSPGK

IgG3:

SEQ ID No.: 72

IGHG3*01
GQPREPQVYTLEPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQOGNIFSCS
VMHEALHNRFTQKSLSLSPGK

SEQ ID No.: 73

IGHG3*03
GOQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESSGQPENNYNTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCS
VMHEALHNRFTQKSLSLSPGK

SEQ ID No.: 74

IGHG3*06
GOPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESSGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNRFTQKSLSLSPGK

SEQ ID No.: 75

IGHG3*08

GOQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWE SNGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNRFTQKSLSLSPGK

SEQ ID No.: 76

IGHG3*13
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNYgTTPPMLDSDGSFFLYSKLTVDKSRWQEGNIFSCS
VMHEALHNRFTQKSLSLSPGK

SEQ ID No.: 77

IGHG3*14
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNRYTQKSLSLSPGK

SEQ ID No.: 78

IGHG3*15
GQPREPQVYTLPESREEMTKNQVSLTCLVKGFYPSDIAVEWESEGQPENNYETTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNRXTQKSLSLSPGK
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SEQ ID No.: 79

IGHG3*17
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAEEWESSGQPENNYETTPP!LDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNHXTQKSLSLSEGK

SEQ ID No.: 80

IGHG3*20
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQRENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNRYTQKSLSLSPGK

SEQ ID No.: 81

IGHG3*22

GQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYP SDIAVEWESNGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQOGNIFSCS
VMHEALHNHYTQKSLSLSPGK

SEQ ID No.: 82

IGHG3*23
GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESSGQPENNY§TTPPZLDSDGSFFLYSKLTVDKSRWQQGNIFSCS
VMHEALHNEXTQKSLSLSPGK

IgG4:

SEQ ID No.: 83

IGHG4*01

GQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYP SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLGK

SEQ ID No.: 84

IGHG4*03
GOQPREPQVYTLPPSQEEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLGK

SEQ ID No.: 85

IGHG4*05

GQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYP SDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SRLTVDKSRWQEGNVFSCS
VMHEALHNHYTQKSLSLSLGK



